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Figure 4 
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Figure 6 
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Figure 9 
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Figure 11 
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Figure 12 
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Figure 13 
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Figure 14 
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Figure 15 




* PBS 
■ WT 

A V264I/I332E 

♦ S239N/I332E 

□ S239N/S298A/I332E 

• S239D/I332E 



-13 -12 -11 -10 -9 -8 -7 

log [antibody] (M) 



15 



Figure 16a 
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Figure 19a 
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Figure 20 



100- 



<D 
O 

c 

<D 
O 

</> 
o 



80- 



E 60- 



| 4(H 

(0 



20- 




-13 -12 



— T— 
-11 



-10 -9 -8 
log [antibody] (2.3M) 



-7 



* PBS 

O N297E/D265F/I332E 

▼ 297D/265Y/299L/332E 

A N297D/D265Y/I332E 

♦ N297E/I332E 
O N297D/I332E 
■ WT 



20 



Figure 21 
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Figure 22a 
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Figure 23a 
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Figure 23b 
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Figure 23c 
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Figure 23d 
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Figure 24a 
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Figure 24b 
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Figure 25a 
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Figure 25b 
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Figure 26a 
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Figure 26b 
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Figure 26c 
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Figure 27a 
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Figure 27b 
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Figure 28 
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Figure 29 
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Figure 30 
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